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l ABSTRACT

An overview of spatial transcriptomics for the study of neuropsychiatric disorders

Ken-ichiro Kubo"”
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2) Department of Anatomy, Keio University School of Medicine

Spatial transcriptomics was selected as the “Method of the Year” by the journal Nature Methods this year. In single—cell

analysis, RNA sequencing is performed for each individual cell, while in spatial transcriptomics, RNA sequencing is

performed in conjunction with spatial information. Since the human brain is large and has a spatially complex shape, it is

desirable to analyze gene expression profiles with spatial information when analyzing postmortem brains for the study of

neuropsychiatric disorders. At present, Visium by 10x Genomics and GeoMX Digital Spatial Profiler (DSP) by nanoString

are the representative methods. I will focus on these methods and give an overview of spatial transcriptomics.
(Japanese Journal of Biological Psychiatry 32 (4) : 196-199, 2021)




